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3 <110> APPLICANT: Walke, D. Wade 

4 Wang, Xiaoming 

5 Scoville, John 

6 Turner, C. Alexander Jr. 

8 <120> TITLE OF INVENTION: Novel Human Semaphorin Homologs and Polynucleotides Encoding 
the Same 

10 <130> FILE REFERENCE: LEX-0177-USA 
C--> 12 <140> CURRENT APPLICATION NUMBER: US/09/854 , 84 5 ^Y^^ 
C--> 12 <141> CURRENT FILING DATE: 2001-05-14 6 ^ 

12 <150> PRIOR APPLICATION NUMBER: US 60/205,274 t 

13 <151> PRIOR FILING DATE: 2000-05-18 

15 <150> PRIOR APPLICATION NUMBER: US 60/208,893 

16 <151> PRIOR FILING DATE: 2000-06-02 
18 <160> NUMBER OF SEQ ID NOS : 50 

20 <170> SOFTWARE: FastSEQ for Windows Version 4.0 

22 <210> SEQ ID NO: 1 

23 <211> LENGTH: 3150 

24 <212> TYPE: DNA 

25 <213> ORGANISM: homo sapiens 

27 <400> SEQUENCE: 1 

28 atgacggtgg ttaatccaca agacctgcag ccgtgggtct ctaacttcac ctaccctgga 60 

29 gcccgggatt tctcccagct ggctttggac ccctccgggr accagctcat cgtgggagcc 120 

30 aggaactacc tcttcagact cagccttgcc aatgtctctc ttcttcaggc cacagagtgg 180 

31 gcctccagtg aggacacgcg ccgctcctgc caaagcaaag ggaagactga ggaggagtgt 240 

32 cagaactacg tgcgagtcct gatcgtcgcc ggccggaagg tgttcatgtg tggaaccaat 300 

33 gccttttccc ccatgtgcac cagcagacag gtggggaacc tcagccggac tattgagaag 360 

34 atcaatggtg tggcccgctg cccctatgac ccacgccaca actccacagc tgtcatctcc 420 

35 tcccaggggg agctctatgc agccacggtc atcgacttct caggtcggga ccctgccatc 480 

36 taccgcagcc tgggcagtgg gccaccgctt cgcactgccc aatataactc caagtggctt 540 

37 aatgagccaa acttcgtggc agcctatgat attgggctgt ttgcatactt cttcctgcgg 600 

38 gagaacgcag tggagcacga ctgtggacgc accgtgtact ctcgcgtggc ccgcgtgtgc 660 

39 aagaatgacg tggggggccg attcctgctg gaggacacat ggaccacatt catgaaggcc) 720 

40 cggctcaact gctcccgccc gggcgaggtc cccttctact ataacgagct gcagagtgcc 7 80 

41 ttccacttgc crgagcagga cctcatctat ggagttttca caaccaacgt aaacagcaty 840 

42 gcggcttctg ctgtctgcgc cttcaacctc agtgctatct cccaggcttt caatggccca 900 

43 tttcgctacc aggagaaccc cagggctgcc tggctcccca tagccaaccc catccccaat 960 

44 ttccagtgtg gcaccctgcc tgagaccggt cccaacgaga acctgacgga gcgcagcctg 1020 
4 5 caggacgcgc agcgcctctt cctgatgagc gaggccgtgc agccggtgac acccgagccc 1080 

46 tgtgtcaccc aggacagcgt gcgcttctca cacctcgtgg tggacctggt gcaggctaaa 1140 

47 gacacgctct accatgtact ctacattggc accgagtcgg gcaccatcct gaaggcgctg 1200 

48 tccacggcga gccgcagcct ccacggctgc tacctggagg agctgcacgt gctgcccccc 1260 

49 gggcgccgcg agcccctgcg cagcctgcgc atcctgcaca gcgcccgcgc gctcttcgtg 1320 

50 gggctgagag acggcgtcct gcgggtccca ctggagaggt gcgccgccta ccgcagccag 13 80 

51 ggggcatgcc tgggggcccg ggacccgtac tgtggctggg acgggaagca gcaacgttgc 1440 

52 agcacactcg aggacagctc caacatgagc ctctggaccc agaacatcac cgcctgtcct 1500 

53 gtgcggaatg tgacacggga tgggggcttc ggcccatggt caccatggca accatgtgag 1560 

54 cacttggatg gggacaactc aggctcttgc ctgtgtcgag ctcgatcctg tgattcccct 1620 

55 cgaccccgct gtgggggcct tgactgcctg gggccagcca tccacatcgc caactgctcc 1680 
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93 
94 
95 



tcgtcctgct cccgggactg cgagctgggc ttccgcgtcc gcaagagaac gtgcactaac 
ccggagcccc gcaacggggg cctgccctgc gtgggcgatg ctgccgagta ccaggactgc 
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Output Set: N:\CRF3\10242001\I854845.raw 

56 aggaatgggg cgtggacccc gtggtcatcg tgggcgctgt gcagcacgtc ctgtggcatc 

57 ggcttccagg tccgccagcg aagttgcagc aaccctgctc cccgccacgg gggccgcatc 

58 tgcgtgggca agagccggga ggaacggttc tgtaatgaga acacgccttg cccggtgccc 

59 atcttctggg cttcctgggg ctcctggagc aagtgcagca gcaactgtgg agggggcatg 

60 cagtcgcggc gtcgggcctg cgagaacggc aactcctgcc tgggctgcgg cgtggagttc 

61 aagacgtgca accccgaggg ctgccccgaa gtgcggcgca acaccccctg gacgccgtgg 

62 ctgcccgtga acgtgacgca gggcggggca cggcaggagc agcggttccg cttcacctgc 

63 cgcgcgcccc ttgcagaccc gcacggcctg cagttcggca ggagaaggac cgagacgagg 

64 acctgtcccg cggacggctc cggctcctgc gacaccgacg ccctggtgga ggacctcctg 

65 cgcagcggga gcacctcccc gcacacggtg agcgggggct gggccgcctg gggcccgtgg 
66 
67 

68 aacccccagg cttgcccagt tcggggtgct tggtcctgct ggacctcatg gtctccatgc 

69 tcagcttcct gtggtggggg tcactatcaa cgcacccgtt cctgcaccag ccccgcaccc 

70 tccccaggtg aggacatctg tctcgggctg cacacggagg aggcactatg tgccacacag 

71 gcctgcccag aaggctggtc gccctggtct gagtggagta agtgcactga cgacggagcc 

72 cagagccgaa gccggcactg tgaggagctc ctcccagggt ccagcgcctg tgctggaaac 

73 agcagccaga gccgcccctg cccctacagc gagattcccg tcatcctgcc agcctccagc 

74 atggaggagg ccaccggctg tgcagggttc aatctcatcc acttggtggc cacgggcatc 

75 tcctgcttct tgggctctgg gctcctgacc ctagcagtgt acctgtcttg ccagcactgc 

76 cagcgtcagt cccaggagtc cacactggtc catcctgcca cccccaacca tttgcactac 

77 aagggcggag gcaccccgaa gaatgaaaag tacacaccca tggaattcaa gaccctgaac 

78 aagaataact tgatccctga tgacagagcc aacttctacc cattgcagca gaccaatgtg 

79 tacacgacta cttactaccc aagccccctg aacaaacaca gcttccggcc cgaggcctca 

80 cctggacaac ggtgcttccc caacagctga 

82 <210> SEQ ID NO: 2 

83 <211> LENGTH: 1049 

84 <212> TYPE: PRT 

85 <213> ORGANISM: homo sapiens 

87 <400> SEQUENCE: 2 

88 Met Thr Val Val Asn Pro Gin Asp Leu Gin Pro Trp Val Ser Asn Phe 

89 1 5 10 15 

90 Thr Tyr Pro Gly Ala Arg Asp Phe Ser Gin Leu Ala Leu Asp Pro Ser 



91 



20 



25 



30 



92 Gly Asn Gin Leu lie Val Gly Ala Arg Asn Tyr Leu Phe Arg Leu Ser 



35 



40 



45 



Leu Ala Asn Val Ser Leu Leu Gin Ala Thr Glu Trp Ala Ser Ser Glu 



50 



55 



60 



96 Asp Thr Arg Arg Ser Cys Gin Ser Lys Gly Lys Thr Glu Glu Glu Cys 



97 65 



70 



75 



80 



98 Gin Asn Tyr Val Arg Val Leu lie Val Ala Gly Arg Lys Val Phe Met 



99 

100 

101 



85 



90 



95 



Cys Gly Thr Asn Ala Phe Ser Pro Met Cys Thr Ser Arg Gin Val Gly 



100 



105 



110 



102 Asn Leu Ser Arg Thr lie Glu Lys lie Asn Gly Val Ala Arg Cys Pro 



103 
104 
105 



115 



120 



125 



Tyr Asp Pro Arg His Asn Ser Thr Ala Val lie Ser Ser Gin Gly Glu 



130 



135 



140 



106 Leu Tyr Ala Ala Thr Val lie Asp Phe Ser Gly Arg Asp Pro Ala lie 



1740 
1800 
1860 
1920 
1980 
2040 
2100 
2160 
2220 
2280 
2340 
2400 
2460 
2520 
2580 
2640 
2700 
2760 
2820 
2880 
2940 
3000 
3060 
3120 
3150 
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1 n't 

107 


145 










IDU 










1 3 D 










ID U 


108 


Tyr 


Arg 


Ser 


Leu 


oiy 


Ser 


(jiy 


Pro 


Pro 


Leu 


Arg 


Thr 


Ala 


Qjin 


Tyr 


Asn 


109 










IDD 










1 / u 










175 




110 


Ser 


Lys 


Trp 


Leu 


Asn 


Glu 


Pro 


Asn 


Fne 


val 


Ala 


Aia 


Tyr 


Asp 


He 


Gly 


ITT 
III 








1 O A 

idu 










loo 










l^U 






112 


Leu 


Phe 


Ala 


Tyr 


Phe 


Phe 


Leu 


Arg 


blU 


Asn 


Ala 

Ala 


vai 


blU 


HIS 


Asp 


Cys 


113 






195 










o A n 
zUU 










o n R 
zU5 








1 T A 

114 


Gly Arg 


Thr 


Val 


Tyr 


Ser 


Arg 


val 


Ala 


Arg 


vai 


Cys 


Lys 


Asn 


Asp 


Val 


lie 

115 




210 










215 










O O A 

ZZU 










llo 


Gly Gly Arg 


Phe 


Leu 


Leu 


Glu 


Asp 


Thr 


Trp 


Thr 


Thr 


n Vi 

Pile 


Met 


Lys 


Ala 


TIT 

117 


225 










OTA 

230 










A O C 

2 35 










240 


118 


Arg 


Leu 


Asn 


Cys 


Ser 


Arg 


Pro 


Gly 


Glu 


Val 


Pro 


Pne 


Tyr 


Tyr 


Asn 


Glu 


1 1 A 

119 










245 










O A 










255 




120 


Leu 


Gin 


Ser 


Ala 


Pne 


His 


Leu 


Pro 


Glu 


Gin 


Asp 


Leu 


He 


Tyr 


Gly Val 


121 








O ^ A 

260 










o c 
265 










OTA 

270 






122 


Phe 


Thr 


Thr 


Asn 


Val 


Asn 


Ser 


lie 


TV 1 

Ala 


Ala 


Ser 


Ala 


Val 


Cys 


TV 1 -I 

Ala 


Phe 


12 3 






275 










O O A 

2o0 










O Q 
ZoD 








124 


Asn 


Leu 


Ser 


Ala 


lie 


Ser 


Gin 


Ala 


Phe 


Asn 


Gly 


Pro 


Phe 


Arg 


Tyr 


Gin 


125 




290 










O A C 

295 










O A A 
300 










126 


Glu 


Asn 


Pro 


Arg 


Ala 


Ala 


Trp 


Leu 


Pro 


lie 


Ala 


Asn 


Pro 


He 


Pro 


Asn 


127 


305 










Q 1 A 

310 










315 










"3 o n 
dZU 


128 


Phe 


Gin 


Cys 


Gly 


Thr 


Leu 


Pro 


Glu 


Thr 


Gly 


Pro 


Asn 


Glu 


Asn 


Leu 


Thr 


1 OA 

129 










325 










OTA 

330 










"3 "3 ^ 
O J D 




1 O A 

130 


Glu 


Arg 


Ser 


Leu 


Gin 


Asp 


Ala 


Gin 


Arg 


Leu 


Phe 


Leu 


Met 


Ser 


Glu 


Ala 


131 








34U 










"3 yl 
34 5 










"3 r\ 
35U 






132 


Val 


Gin 


Pro 


Val 


Thr 


Pro 


Glu 


Pro 


Cys 


Val 


Thr 


Gin 


Asp 


Ser 


Val 


Arg 


133 






355 










"SCO 

J bU 










Jd5 








134 


Phe 


Ser 


His 


Leu 


Val 


Val 


Asp 


Leu 


Val 


Gin 


TV T 

Ala 


Lys 


Asp 


Thr 


Leu 


Tyr 


I3D 




370 










"3 7 










"3 Q n 










136 


His 


Val 


Leu 


Tyr 


He 


Gly 


Thr 


Glu 


Ser 


Gly 


Thr 


lie 


Leu 


Lys 


Ala 


Leu 


137 


385 










390 










O A C 

395 










400 


138 


Ser 


Thr 


Ala 


Ser 


Arg 


Ser 


Leu 


His 


Gly 


Cys 


Tyr 


Leu 


Glu 


Glu 


Leu 


His 


1 Q Q 

139 










405 










4 lU 










415 




1 >l A 

140 


Val 


Leu . 


, Pro 


Pro 


Gly Arg 


Arg 


Glu 


Pro 


Leu 


Arg 


Ser 


Leu 


Arg 


He 


Leu 


T yt 1 
141 








420 




















A "in 
4 3 U 






142 


His 


Ser 


Ala 


Arg 


Ala 


Leu 


Pne 


Val 


Gly 


Leu 


Arg 


Asp 


Gly 


Val 


Leu 


Arg 








435 










A AH 
4 ft U 










A A R 
4 4 3 








144 


Val 


Pro 


Leu 


Glu 


Arg 


Cys 


Ala 


Ala 


Tyr 


Arg 


Ser 


Gin 


Gly 


Ala 


Cys 


Leu 


145 




450 










455 










460 










146 


Gly Ala Arg Asp 


Pro 


Tyr 


Cys 


Gly 


Trp 


Asp 


Gly 


Lys 


Gin 


Gin 


Arg 


Cys 


147 


465 










470 










475 










480 


148 


Ser 


Thr 


Leu 


Glu 


Asp 


Ser 


Ser 


Asn 


Met 


Ser 


Leu 


Trp 


Thr 


Gin 


Asn 


He 


149 


Thr 








485 










490 










495 




150 


Ala 


Cys 


Pro 


Val 


Arg 


Asn 


Val 


Thr 


Arg 


Asp 


Gly 


Gly 


Phe 


Gly 


Pro 


151 








500 










505 










510 






152 


Trp 


Ser 


Pro 


Trp 


Gin 


Pro 


Cys 


Glu 


His 


Leu 


Asp 


Gly 


Asp 


Asn 


Ser 


Gly 


153 






515 










520 










525 








154 


Ser 


Cys 


Leu 


Cys 


Arg 


Ala 


Arg 


Ser 


Cys 


Asp 


Ser 


Pro 


Arg 


Pro 


Arg 


Cys 



155 530 535 540 
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iDO 


Gly 


Gly 


Leu 


Asp 


Cys 


Leu 


Gly 


Pro 


Ala 


He 


His 


I le 


Ala 


Asn 


Cys 


Ser 


ID / 












n 










c c c 
D DD 










Do U 


T C O 

iDO 


Arg 


Asn 


Gly Ala 


Trp 


Thr 


Pro 


Trp 


Ser 


Ser 


Trp 


Ala 


Leu 


Cys 


Ser 


Thr 


ICO 










DOD 










D / U 










D / D 




loO 


Ser 


Cys 


Gly 


T 1 o 


Gly 


Pne 




Val 


Arg 


O 11 


Arg 


Ser 


Cys 


Ser 


Asn 


Pro 


lol 








C O A 










c; o cr 
DOD 










C A A 






1d2 


Ala 


Pro 


Arg 


His 


Gly 


Gly 


Arg 


He 


Cys 


Val 


Gly 


Lys 


Ser 


Arg 


Glu 


Glu 


lo J 






595 










bUU 










bUD 








164 


Arg 


Phe 


Cys 


Asn 


Glu 


Asn 


Thr 


Pro 


Cys 


Pro 


Val 


Pro 


He 


Phe 


Trp 


Ala 


iDD 




610 










blD 










con 










166 


Ser 


Trp Gly 


Ser 


Trp 


Ser 


Lys 


Cys 


Ser 


Ser 


Asn 


Cys 


Gly 


Gly 


Gly 


Met 


1d7 


625 










o n 










c o c 
D JD 










C A f\ 


168 


Gin 


Ser Arg 


Arg 


Arg 


Ala 


Cys 


Glu 


Asn 


Gly 


Asn 


Ser 


Cys 


Leu 


Gly 


Cys 


169 










645 










650 










655 




170 


Gly Val 


Glu 


Pne 


Lys 


Thr 


Cys 


Asn 


Pro 


Glu 


Gly 


Cys 


Pro 


Glu 


Val 


Arg 


171 








660 










c c 
DOD 










C7 A 






172 


Arg 


Asn 


Thr 


Pro 


Trp 


Thr 


Pro 


Trp 


Leu 


Pro 


Val 


Asn 


Val 


Thr 


Gin 


Gly 


173 






675 










C O f\ 










C Q CZ 

DOD 








174 


Gly Ala Arg 


Gin 


Glu 


Gin 


Arg 


Phe 


Arg 


Phe 


Thr 


Cys 


Arg 


Ala 


Pro 


Leu 


175 




690 










c n c 

b^D 










T A A 










176 


Ala 


Asp 


Pro 


His 


Gly 


Leu 


Gin 


Phe 


Gly 


Arg 


Arg 


Arg 


Thr 


Glu 


Thr 


Arg 


177 


705 










710 










715 










720 


178 


Thr 


Cys 


Pro 


Ala 


Asp 


Gly 


Ser 


Gly 


Ser 


Cys 


Asp 


Thr 


Asp 


Ala 


Leu 


Val 


i/y 










7 2d 










/iU 










/ OD 




180 


Glu 


Asp 


Leu 


Leu 


Arg 


Ser 


Gly 


Ser 


Thr 


Ser 


Pro 


His 


Thr 


Val 


Ser 


Gly 


181 








740 










74d 










T C A 

7dO 






182 


Gly 


Trp 


Ala 


Ala 


Trp 


Gly 


Pro 


Trp 


Ser 


Ser 


Cys 


Ser 


Arg 


Asp 


Cys 


Glu 


183 






755 










760 










765 








184 


Leu 


Gly 


Phe 


Arg 


Val 


Arg 


Lys 


Arg 


Thr 


Cys 


Thr 


Asn 


Pro 


Glu 


Pro 


Arg 


185 




770 










T T C 

77 D 










O A 

7 80 










186 


Asn Gly Gly 


Leu 


Pro 


Cys 


Val 


Gly 


Asp 


Ala 


Ala 


Glu 


Tyr 


Gin 


Asp 


Cys 


187 


785 










790 










795 










800 


188 


Asn 


Pro 


Gin 


Ala 


Cys 


Pro 


Val 


Arg 


Gly 


Ala 


Trp 


Ser 


Cys 


Trp 


Thr 


Ser 


T o n 
18 9 










O A c 










olO 










o 1 
olD 




190 


Trp 


Ser 


Pro 


Cys 


Ser 


Ala 


Ser 


Cys 


Gly 


Gly 


Gly 


His 


Tyr 


Gin 


Arg 


Thr 


191 








820 










825 










830 






192 


Arg 


Ser 


Cys 


Thr 


Ser 


Pro 


Ala 


Pro 


Ser 


Pro 


Gly 


Glu 


Asp 


He 


Cys 


Leu 








835 










o4 U 










04 D 








194 


Gly 


Leu 


His 


Thr 


Glu 


Glu 


Ala 


Leu 


Cys 


Ala 


Thr 


Gin 


Ala 


Cys 


Pro 


Glu 


195 




850 










855 










860 










196 


Gly 


Trp 


Ser 


Pro 


Trp 


Ser 


Glu 


Trp 


Ser 


Lys 


Cys 


Thr 


Asp 


Asp 


Gly 


Ala 


197 


865 










870 










875 










880 


198. 


Gin 


Ser 


Arg 


Ser 


Arg 


His 


Cys 


Glu 


Glu 


Leu 


Leu 


Pro 


Gly 


Ser 


Ser 


Ala 


199 










885 










890 










895 




200 


Cys 


Ala 


Gly Asn 


Ser 


Ser 


Gin 


Ser 


Arg 


Pro 


Cys 


Pro 


Tyr 


Ser 


Glu 


He 


201 








900 










905 










910 






202 


Pro 


Val 


He 


Leu 


Pro 


Ala 


Ser 


Ser 


Met 


Glu 


Glu 


Ala 


Thr 


Gly 


Cys 


Ala 


203 






915 










920 










925 
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Gly 
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Asn 


Leu 


He 


His 
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Val 
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Thr 


Gly 


He 


Ser 


Cys 


Phe 


Leu 
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205 930 935 

206 Gly Ser Gly Leu Leu Thr Leu Ala 

207 945 950 

208 Gin Arg Gin Ser Gin Glu Ser Thr 



209 



J/ D - 



-210 His Leu His Tyr Lys Gly Gly Gly 



211 
212 
213 
214 
215 



980 



218 
219 
221 
222 
223 



Val 

Leu 

Thr 
985 
Lys 

Gin 

His 

Ser 



940 

Tyr Leu Ser Cys Gin His Cys 
955 960 
Val His Pro Ala Thr Pro Asn 
970 975 
Pro Lys Asn Glu Lys Tyr Thr 
990 

Asn Asn Leu lie Pro Asp Asp 
1005 

Thr Asn Val Tyr Thr Thr Thr 
1020 

Ser Phe Arg Pro Glu Ala Ser 
1035 1040 



Pro Met Glu Phe Lys Thr Leu Asn 

995 1000 
Arg Ala Asn Phe Tyr Pro Leu Gin 
1010 1015 

216 Tyr Tyr Pro Ser. Pro Leu Asn Lys 

217 1025 1030 
Pro Gly Gin Arg Cys Phe Pro Asn 

1045 

<210> SEQ ID NO: 3 
<211> LENGTH: 3282 - 
<212> TYPE: DNA 
224 <213> ORGANISM: homo sapiens 

226 <400> SEQUENCE: 3 

227 atggtgcttg caggccccct ggctgtctcg ctgttgctgc ccagcctcac actgctggtg 

228 tcccacctct ccagctccca ggatgtctcc agtgagccca gcagtgagca gcagctgtgc 
22 9 gcccttagca agcaccccac cgtggccttt gaagacctgc agccgtgggt ctctaacttc 

230 acctaccctg gagcccggga tttctcccag ctggctttgg acccctccgg graccagctc 

231 atcgtgggag ccaggaacta cctcttcaga ctcagccttg ccaatgtctc tcttcttcag 

232 gccacagagt gggcctccag tgaggacacg cgccgctcct gccaaagcaa agggaagact 

233 gaggaggagt gtcagaacta cgtgcgagtc ctgatcgtcg ccggccggaa ggtgttcatg 

234 tgtggaacca atgccttttc ccccatgtgc accagcagac aggtggggaa cctcagccgg 

235 actattgaga agatcaatgg tgtggcccgc tgcccctatg acccacgcca caactccaca 

236 gctgtcatct cctcccaggg ggagctctat gcagccacgg tcatcgactt ctcaggtcgg 

237 gaccctgcca tctaccgcag cctgggcagt gggccaccgc ttcgcactgc ccaatataac 

238 tccaagtggc ttaatgagcc aaacttcgtg gcagcctatg atattgggct gtttgcatac 

239 ttcttcctgc gggagaacgc agtggagcac gactgtggac gcaccgtgta ctctcgcgtg 

240 gcccgcgtgt gcaagaatga cgtggggggc cgattcctgc tggaggacac atggaccaca 

241 ttcatgaagg cccggctcaa ctgctcccgc ccgggcgagg tccccttcta ctataacgag 
ctgcagagtg ccttccactt gccrgagcag gacctcatct atggagtttt cacaaccaac 
gtaaaeagca tygcggcttc tgctgtctgc gccttcaacc tcagtgctat ctcccaggct 
ttcaatggcc catttcgcta ccaggagaac cccagggctg cctggctccc catagccaac 

245 cccatcccca atttccagtg tggcaccctg cctgagaccg gtcccaacga gaacctgacg 

246 gagcgcagcc tgcaggacgc gcagcgcctc ttcctgatga gcgaggccgt gcagccggtg 

247 acacccgagc cctgtgtcac ccaggacagc gtgcgcttct cacacctcgt ggtggacctg 
24 8 gtgcaggcta aagacacgct ctaccatgta ctctacattg gcaccgagtc gggcaccatc 
24 9 ctgaaggcgc tgtccacggc gagccgcagc ctccacggct gctacctgga ggagctgcac 

250 gtgctgcccc ccgggcgccg cgagcccctg cgcagcctgc gcatcctgca cagcgcccgc 

251 gcgctcttcg tggggctgag agacggcgtc ctgcgggtcc cactggagag gtgcgccgcc 

252 taccgcagcc agggggcatg cctgggggcc cgggacccgt actgtggctg ggacgggaag 

253 cagcaacgtt gcagcacact cgaggacagc tccaacatga gcctctggac ccagaacatc 

254 accgcctgtc ctgtgcggaa tgtgacacgg gatgggggct tcggcccatg gtcaccatgg 

255 caaccatgtg agcacttgga tggggacaac tcaggctctt gcctgtgtcg agctcgatcc 
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60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
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840 
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960 
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1140 
1200 
1260 
1320 
1380 
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VERIFICATION SUMMARY DATE: 10/24/2001 

PATENT APPLICATION: US/09/854,84 5 TIME: 15:00:17 

Input Set : A:\LEX-0177-USA SEQLISTtxt 
Output Set: N:\CRF3\10242001\I85484 5.raw 

L:12 M:270 C: Current Application Number differs, Replaced Current Application No 
L:12 M:271 C: Current Filing Date differs, Replaced Current Filing Date 
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